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1. high-throughput

2. Next generation sequencing

3. Nascent RNA transcript

4. transcriptome

5. copy number alterations

6. more targeted sequencing applications
7. bait

8. fish out

9. Hi — Plex

10. highly multiplexed amplicon
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1. Genome-Scale CRISPR Knock Out
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1 Click Chemistry

2. Immunoprecipitation
3. Next Generation Sequencing




